e
el

i
e

e
s

4
)

§
4

4m
A
F
.
wn
—

20175 #5247 % 60347

R & G B &AL

I T 5

> AR
1. db K 7425 7 075 R Z7DNAN 5 45 B
2. FAHXHFDelaro™ ¥ F2018F A £H LF

> FRIHK

1. FmAnss REH;ATBT T EANRKIGT A mie s |25
MEEEEAR AR

2. FERRNER BT AT

3. AmA NG A ERE G RENTR

T B R A R R AT BT T PT
R A A SRWiiR

Bk A wiE:  010-82109850

WE 48 : agri@ckcest. cn
20175F12 A 25H



mailto:agri@ckcest.cn

> ORI R

1. JLRTA S B 74E RIZTDNASI 48 B

A HAT, dbR KA A0 2B S F E CHR—E AR ) $17) EAELR AR (5
TE B S8 IE AR 1 E HE A B 08 6 P2 ZEDNAM 2 7123, X bR B R 2 O T
WETDNAME B RS F R, MARA B3 & T 7 iEAR SRS EE, T8 1 B AMESE
DR 7 A A B AR 2B Wr, A RS T IR E A Rl SRR R, FIRS SR SN
B ) LFE R ZRAZKG I L JE A o83 DNAZE I e 11 R = 2 3 FH i3k — 20 K R R AL B 4 i) T AL
XA RN, 45 KB M = oA, WG TR, 70 AR B SO
Fedi s RESICL A BN 7T R B . TR i ok B Ak 2E . WEE . AEE AN 2R 5.
KR¥E: ANRH#R

RATHRT:2017-12-14
o0& 2
http://news. xinhuanet. com/tech/2017-12/14/c 1122107346. htm
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fEifre IR R ST NRIE:  FEERERE R Delaro GEMER: ABREM + 55
fig) TEIRTSEEARE (EPA) FidfitdE s, K T2018FFER/AEE LT, HTEX
KRG EdEN— MR, FEAERE20MNEHDelarot & T 500K H [E1 AL .
R 45 KW, Delaroifid X ML FRANGE St @ BE, SRt 18 frm E 1. FEH
ERMAKERZFEAZ mEH Thorsten Schwindt®ix, “44F, FKMKGIHRELIAE
B EEEARMFER, XEEERESIL—SMEE R TFA N EEFE M TA
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1. Single-cell transcriptome analysis reveals widespread monoallelic
gene expression in individual rice mesophyll cells (BAZH M s 40 2 #r
W TEMEKREH R 2R RSN ERRE)

f&41: Monoallelic gene expression refers to the phenomenon that all transcripts of a gene in a
cell are expressed from only one of the two alleles in a diploid organism. Although
monoallelic gene expression has been occasionally reported with bulk transcriptome analysis
in plants, how prevalent it is in individual plant cells remains unknown. Here, we developed a
single-cell RNA-seq protocol in rice and investigated allelic expression patterns in mesophyll
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cells of indica (93-11) and japonica (Nipponbare) inbred lines, as well as their F1 reciprocal
hybrids. We observed pervasive monoallelic gene expression in individual mesophyll cells,
which could be largely explained by stochastic and independent transcription of two alleles.
By contrast, two mechanisms that were proposed previously based on bulk transcriptome
analyses, parent-of-origin effects and allelic repression, were not well supported by our data.
Furthermore, monoallelically expressed genes exhibited a number of characteristics, such as
lower expression levels, narrower H3K4me3/H3K9ac/H3K27me3 peaks, and larger
expression divergences between 93-11 and Nipponbare. Taken together, the development of a
single-cell RNA-seq protocol in this study offers us an excellent opportunity to investigate
the origins and prevalence of monoallelic gene expression in plant cells.
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A o E R R BB ST EERPE A LA AR AL TR B N B B, I R
JEF R R —RUE A (Paris giliangiana H.Li, J.Yang & Y.H.Wang) .
HeJE (Paris) fHY)2HEEMNZHEY TR, 2RO KIL400, Hoir—PHZ ML
o TP IS AN T HE S5 0] f5 T J& Subgenns Daiswa (Rafinesque) H. LiZ&fKZHSect.
Euthyra Franchetf{4ZE M (P. delavayi Franchet.) #Hl. 42k B M IEAUSAE
NERFA, AT EREEE, KARERZY, ki ZikRN10. 2-0. 4cm;  {E4E
Jhgkmfn  Hoh I ERE P. delavayi var. petiolata (Baker ex C. H. Wright) H.
Li B BRI, HEEOIEEIRTE . B PRI A R O, HMERS2%E, MIRRAGRE, SRS
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3. Structural insights into the committed step of bacterial

phospholipid biosynthesis (v 48 i B A A= M)-& 2R H KRR B 5T)

f%4: The membrane-integral glycerol 3-phosphate (G3P) acyltransferase PIsY catalyses the
committed and essential step in bacterial phospholipid biosynthesis by acylation of G3P,
forming lysophosphatidic acid. It contains no known acyltransferase motifs, lacks eukaryotic
homologs, and uses the unusual acyl-phosphate as acyl donor, as opposed to acyl-CoA or
acyl-carrier protein for other acyltransferases. Previous studies have identified several PlsY
inhibitors as potential antimicrobials. Here we determine the crystal structure of PISY at
1.48&thinsp resolution, revealing a seven-transmembrane helix fold. Four additional
substrate- and product-bound structures uncover the atomic details of its relatively inflexible
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active site. Structure and mutagenesis suggest a different acylation mechanism of
‘substrate-assisted catalysis’ that, unlike other acyltransferases, does not require a
proteinaceous catalytic base to complete. The structure data and a high-throughput enzymatic
assay developed in this work should prove useful for virtual and experimental screening of
inhibitors against this vital bacterial enzyme.
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